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Curriculum Vitae 
 
• PERSONAL INFORMATION 
Family name, First name: RENARD Henri-François 
Sex: Male 
Date of birth: 21st June 1982 
Nationality: Belgian 
Personal address: Rue de l’Union Européenne, 12/301, 1348 Louvain-la-Neuve, Belgium 
Personal phone: +32 (0)498 61 58 80 
E-mail:  - Professional:  henri-francois.renard@unamur.be (new) 
     henri-francois.renard@uclouvain.be (valid until 30/09/2020) 
 - Personal:   henrifran@gmail.com  
Languages: French (native proficiency), English (active proficiency), Dutch (passive 
proficiency) 
 
 
• EDUCATION 
 
2010  PhD thesis in agronomical sciences and biological engineering 
 Louvain Institute of Biomolecular Science and Technology, Université 

catholique de Louvain, Belgium 
 Lab of Pr Pierre MORSOMME 
 Title of PhD thesis: “Efficient ER exit and vacuole targeting of yeast Sna2p require two tyrosine-

based sorting motifs - The proteome of lipid bodies”. 
 
2008  In-Depth diploma (D.E.A.) in agronomical sciences and biological 

engineering 
 Faculty of Bio-engineering, Université catholique de Louvain, Belgium 
 Lab of Pr Pierre MORSOMME 
 Summa Cum laude 
 Title of D.E.A. thesis: “Efficient ER exit and vacuole targeting of yeast Sna2p require two 

tyrosine-based sorting motifs”. 
 
2006 Bioengineer in chemistry and bio-industry (master) 
 Faculty of Bio-engineering, Université catholique de Louvain, Belgium 
 Lab of Pr Pierre MORSOMME 
 Summa Cum laude 
 Title of master thesis: “Caractérisation biochimique d'une ATPase-pompe à proton d'archaea, 

exprimée dans la levure Saccharomyces cerevisiae” 
 
2003 Bioengineer (bachelor) 
 Faculty of Bio-engineering, Université catholique de Louvain, Belgium 
 Summa Cum laude 
   
 
• CURRENT POSITION 
 
2020 – Current  Lecturer (probation period) 

  Unité de Recherche en Biologie Cellulaire (NARILIS), Université de 
Namur, Belgium. 
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• PREVIOUS POSITIONS 
 
2015 – 2019 Postdoctoral fellow 
 Louvain Institute of Biomolecular Science and Technology, Université 

catholique de Louvain, Belgium 
 Lab of Pr Pierre MORSOMME 
 
2011 – 2015  Postdoctoral fellow 
 Chemical Biology of Membranes and Therapeutic Delivery Unit 

(UMR3666/U1143), Institut Curie, Paris, France 
 Lab of Dr Ludger JOHANNES 
  
2006 – 2010  PhD Student 
 Louvain Institute of Biomolecular Science and Technology, Université 

catholique de Louvain, Belgium 
  Lab of Pr Pierre MORSOMME 
  
 
• FELLOWSHIPS  
 
2015 – 2018   F.R.S.-FNRS Postdoctoral Researcher (Chargé de Recherches 

FNRS), Belgium 
2011 – 2014   Fondation ARC Postdoctoral fellowship, France 
2006 – 2010   F.R.S.-FNRS Research Fellowship (Aspirant FNRS), Belgium 
 
 
• TEACHING CAREER 
 
Student mentoring 
 
PhD theses: 
2018 – Ongoing Benjamin LEDOUX (FRIA fellowship, UCLouvain) 
2018 – Ongoing  Camille LEMAIGRE (FRIA fellowship, UCLouvain) 
2017 – Ongoing François TYCKAERT (FRIA fellowship, UCLouvain) 
 
Master theses: 
2019 – 2020  Eliza KRAMARSKA (biology student, University of Wroclaw, Poland) 
2017 – 2018   Benjamin LEDOUX (bioengineering student, UCLouvain) 
2016   François TYCKAERT (biology student, UCLouvain) 
2008 – 2009   Didier DEMAEGD (bioengineering student, UCLouvain) 
2007 Aleksandra SZOPINSKA (biology student, University of Wroclaw, 

Poland) 
 
Internships: 
2009   Sarah MUSSENGE (technician student, Institut Paul Lambin) 
 
Lectures 
 
2020 – Current  SBIOB153 – Biologie des organismes : Diversification du vivant et 

aspects évolutifs (35h) – UNamur  
  SBIOB345 – Biologie cellulaire humaine (15h) – UNamur 
 
2015 – 2019  BBMC2107 – Physiologie cellulaire microbienne (3h) – UCLouvain 
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• SCIENTIFIC COLLABORATIONS 
 
International collaborations 
 
Ludger JOHANNES and Christian WUNDER (field: membrane biology and trafficking, cell 
imaging), Chemical Biology of Membranes and Therapeutic Delivery Unit 
(UMR3666/U1143), Institut Curie, Paris, France. 
 
Patricia BASSEREAU (field: membrane biophysics), Membranes and Cell Functions group 
(UMR168), Institut Curie, Paris, France. 
 
Rudolf MERKEL (field: cellular biomechanics), Institute of Complex Systems (ICS-7), Jülich 
Research Center, Germany. 
 
Cécile SYKES (field: membrane biophysics), Biomimetism of Cell Movement group, 
(UMR168), Institut Curie, Paris, France. 
 
Emmanuel BOUCROT (field: membrane biology and trafficking), Institute of Structural and 
Molecular Biology, University College London, UK. 
 
Harvey T. McMAHON (field: membrane biology and trafficking), Medical Research Council, 
Cambridge, UK. 
 
Anne A. SCHMIDT (field: macrophages and development of immunity), Institut Pasteur, Paris, 
France. 
 
Anne K. KENWORTHY (field: membrane biology and trafficking, biophysics), University of 
Virginia School of Medicine, Charlottesville, USA. 

 
 

Local/national collaborations 
 

Pierre MORSOMME (field: membrane trafficking and proteomics), Louvain Institute of 
Biomolecular Science and Technology, Université catholique de Louvain, Belgium. 
 
David ALSTEENS (field: atomic force microscopy), Louvain Institute of Biomolecular Science 
and Technology, Université catholique de Louvain, Belgium. 
 
Pierre VAN DER BRUGGEN (field: immunology), de Duve Institute, Université catholique de 
Louvain, Belgium. 
 
Christine DUPONT-GILLAIN (field: nanostructured surfaces), Institute of Condensed Matter 
and Nanosciences, Université catholique de Louvain, Belgium. 
 
Donatienne TYTECA (field: lipid rafts and electron microscopy), de Duve Institute, Université 
catholique de Louvain, Belgium. 
 
Patrick GILON (field: TIRF microscopy), IREC, Université catholique de Louvain, Belgium. 
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• EARLY ACHIEVEMENTS TRACK-RECORD 
 
General bibliometric information (Scopus):  
 à h-index: 7 
 à Total citation number: 330 (cited by 271 documents) 
 à Total publication number: 11 
 
 
Publications published in peer-reviewed journals: 
 
Renard, H.F.*, Tyckaert, F., Lo Giudice, C., Hirsch, T., Valades-Cruz, C.A., Lemaigre, C., 

Shafaq-Zadah, M., Wunder, C., Wattiez, R., Johannes, L., van der Bruggen, P., 
Alsteens, D., Morsomme, P.* (2020). Endophilin-A3 and Galectin-8 control the clathrin-
independent endocytosis of CD166. Nat Commun. 11(1):1457. (*corresponding 
authors) 

 à Journal Impact factor (2018): 11.880 
Abstract: While several clathrin-independent endocytic processes have been described 
so far, their biological relevance often remains elusive, especially in pathophysiological 
contexts such as cancer. In this study, we find that the tumor marker CD166/ALCAM 
(Activated Leukocyte Cell Adhesion Molecule) is a clathrin-independent cargo. We 
show that endophilin-A3 – but neither A1 nor A2 isoforms – functionally associates with 
CD166-containing early endocytic carriers and physically interacts with the cargo. Our 
data further demonstrates that the three endophilin-A isoforms control the uptake of 
distinct subsets of cargoes. In addition, we provide strong evidence that the 
construction of endocytic sites from which CD166 is taken up in an endophilin-A3-
dependent manner is driven by extracellular galectin-8. Taken together, our data reveal 
the existence of a previously uncharacterized clathrin-independent endocytic modality, 
that modulates the abundance of CD166 at the cell surface, and regulates adhesive 
and migratory properties of cancer cells. 
 

Forrester, A., Rathjen, S.J., Garcia-Castillo, M.D., Bachert, C., Couhert, A., Tepshi, L., Pichard, 
S., Martinez, J., Munier, M., Sierocki, R., Renard, H.F., Valadez-Cruz, C.A., Dingli, F., 
Loew, D., Lamaze, C., Cintrat, J.C., Linstedt, A.D., Gillet, D., Barbier, J., Johannes, L. 
(2020). Functional dissection of the retrograde Shiga toxin trafficking inhibitor Retro-2. 
Nat Chem Biol. 16(3), 327-336. 

 à Scopus citations: 1 
à Journal Impact factor (2018): 12.154 
Abstract: The retrograde transport inhibitor Retro-2 has a protective effect on cells and 
in mice against Shiga-like toxins and ricin. Retro-2 causes toxin accumulation in early 
endosomes and relocalization of the Golgi SNARE protein syntaxin-5 to the 
endoplasmic reticulum. The molecular mechanisms by which this is achieved remain 
unknown. Here, we show that Retro-2 targets the endoplasmic reticulum exit site 
component Sec16A, affecting anterograde transport of syntaxin-5 from the 
endoplasmic reticulum to the Golgi. The formation of canonical SNARE complexes 
involving syntaxin-5 is not affected in Retro-2-treated cells. By contrast, the interaction 
of syntaxin-5 with a newly discovered binding partner, the retrograde trafficking 
chaperone GPP130, is abolished, and we show that GPP130 must indeed bind to 
syntaxin-5 to drive Shiga toxin transport from the endosomes to the Golgi. We therefore 
identify Sec16A as a druggable target and provide evidence for a non-SNARE function 
for syntaxin-5 in interaction with GPP130. 
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Savocco, J., Nootens, S., Afokpa, W., Bausart, M., Chen, X., Villers, J., Renard, H.F., Prévost, 

M., Wattiez, R., Morsomme, P. (2019). Yeast α-arrestin Art2 is the key regulator of 
ubiquitylation-dependent endocytosis of plasma membrane vitamin B1 transporters. 
PLoS Biol. 17(10):e3000512. 

 à Journal Impact factor (2018): 8.386 
 Abstract: Endocytosis of membrane proteins in yeast requires α-arrestin-mediated 

ubiquitylation by the ubiquitin ligase Rsp5. Yet, the diversity of α-arrestin targets studied 
is restricted to a small subset of plasma membrane (PM) proteins. Here, we performed 
quantitative proteomics to identify new targets of 12 α-arrestins and gained insight into 
the diversity of pathways affected by α-arrestins, including the cell wall integrity 
pathway and PM-endoplasmic reticulum contact sites. We found that Art2 is the main 
regulator of substrate- and stress-induced ubiquitylation and endocytosis of the 
thiamine (vitamin B1) transporters: Thi7, nicotinamide riboside transporter 1 (Nrt1), and 
Thi72. Genetic screening allowed for the isolation of transport-defective Thi7 mutants, 
which impaired thiamine-induced endocytosis. Coexpression of inactive mutants with 
wild-type Thi7 revealed that both transporter conformation and transport activity are 
important to induce endocytosis. Finally, we provide evidence that Art2 mediated Thi7 
endocytosis is regulated by the target of rapamycin complex 1 (TORC1) and requires 
the Sit4 phosphatase but is not inhibited by the Npr1 kinase. 

 
Renard, H.F.*, Johannes, L. and Morsomme, P. (2018). Increasing Diversity of Biological 

Membrane Fission Mechanisms. Trends Cell Biol. 28(4):274-286. (* corresponding 
author) 

 à Scopus citations: 13 
 à Journal Impact factor (2017): 18.564 
 Abstract: Membrane fission is essential to life. It is required for many fundamental 

cellular processes, as diverse as cyto- and karyokinesis, organelle division, membrane 
repair, and membrane trafficking and endocytosis. While membrane fission was 
originally seen as resulting from the action of mechanoenzymes such as dynamin, it is 
clear that the reality is more complex. In this review, we propose an updated overview 
of fission mechanisms, and try to extract essential requirements for each. We also 
present examples of cellular processes that involve these fission mechanisms. Finally, 
we list pending questions, whether they are specific to a peculiar fission mechanism or 
more general to the field. 

 
Simunovic, M., Manneville, J.-B.*, Renard, H.F.*, Evergren, E., Raghunathan, K., Bhatia, D., 

Kenworthy, A.K., Voth, G.A., Prost, J., McMahon, H.T., Johannes, L., Bassereau, P. 
and Callan-Jones, A. (2017). Friction Mediates Scission of Tubular Membranes 
Scaffolded by BAR Proteins. Cell. 170(1):172-184. (* equal contributors) 

 à Scopus citations: 73 
 à Journal Impact factor (2018): 36.216 
 Abstract: Membrane scission is essential for intracellular trafficking. While BAR domain 

proteins such as endophilin have been reported in dynamin-independent scission of 
tubular membrane necks, the cutting mechanism has yet to be deciphered. Here, we 
combine a theoretical model, in vitro, and in vivo experiments revealing how protein 
scaffolds may cut tubular membranes. We demonstrate that the protein scaffold bound 
to the underlying tube creates a frictional barrier for lipid diffusion; tube elongation thus 
builds local membrane tension until the membrane undergoes scission through lysis. 
We call this mechanism friction-driven scission (FDS). In cells, motors pull tubes, 
particularly during endocytosis. Through reconstitution, we show that motors not only 
can pull out and extend protein-scaffolded tubes but also can cut them by FDS. FDS is 
generic, operating even in the absence of amphipathic helices in the BAR domain, and 
could in principle apply to any high-friction protein and membrane assembly. 
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Simunovic, M., Evergren, E., Golushko, I., Prévost, C., Renard, H.F., Johannes, L., McMahon, 

H., Lorman, V., Voth, G.A. and Bassereau, P. (2016). How Curvature-Generating 
Proteins Build Scaffolds on Membrane Nanotubes. Proc. Natl. Acad. Sci. USA. 
113(40):11226-11231. 

 à Scopus citations: 49 
 à Journal Impact factor (2018): 9.580 
 Abstract: Bin/Amphiphysin/Rvs (BAR) domain proteins control the curvature of lipid 

membranes in endocytosis, trafficking, cell motility, the formation of complex 
subcellular structures, and many other cellular phenomena. They form 3D assemblies 
that act as molecular scaffolds to reshape the membrane and alter its mechanical 
properties. It is unknown, however, how a protein scaffold forms and how BAR domains 
interact in these assemblies at protein densities relevant for a cell. In this work, we use 
various experimental, theoretical, and simulation approaches to explore how BAR 
proteins organize to form a scaffold on a membrane nanotube. By combining 
quantitative microscopy with analytical modeling, we demonstrate that a highly curving 
BAR protein endophilin nucleates its scaffolds at the ends of a membrane tube, 
contrary to a weaker curving protein centaurin, which binds evenly along the tube's 
length. Our work implies that the nature of local protein-membrane interactions can 
affect the specific localization of proteins on membrane-remodeling sites. Furthermore, 
we show that amphipathic helices are dispensable in forming protein scaffolds. Finally, 
we explore a possible molecular structure of a BAR-domain scaffold using coarse-
grained molecular dynamics simulations. Together with fluorescence microscopy, the 
simulations show that proteins need only to cover 30-40% of a tube's surface to form a 
rigid assembly. Our work provides mechanical and structural insights into the way BAR 
proteins may sculpt the membrane as a high-order cooperative assembly in important 
biological processes. 

 
Renard, H.F., Garcia-Castillo, M.D., Chambon, V., Lamaze, C. and Johannes, L. (2015). Shiga 

toxin stimulates clathrin-independent endocytosis of the VAMP2, VAMP3 and VAMP8 
SNARE proteins. J Cell Sci. 128(15):2891-2902. 

 à Scopus citations: 7 
 à Impact factor (2018): 4.517 
 Abstract: Endocytosis is an essential cellular process that is often hijacked by 

pathogens and pathogenic products. Endocytic processes can be classified into two 
broad categories, those that are dependent on clathrin and those that are not. The 
SNARE proteins VAMP2, VAMP3 and VAMP8 are internalized in a clathrin-dependent 
manner. However, the full scope of their endocytic behavior has not yet been 
elucidated. Here, we found that VAMP2, VAMP3 and VAMP8 are localized on plasma 
membrane invaginations and very early uptake structures that are induced by the 
bacterial Shiga toxin, which enters cells by clathrin-independent endocytosis. We show 
that toxin trafficking into cells and cell intoxication rely on these SNARE proteins. Of 
note, the cellular uptake of VAMP3 is increased in the presence of Shiga toxin, even 
when clathrin-dependent endocytosis is blocked. We therefore conclude that VAMP2, 
VAMP3 and VAMP8 are removed from the plasma membrane by non-clathrin-
mediated pathways, in addition to by clathrin-dependent uptake. Moreover, our study 
identifies these SNARE proteins as the first transmembrane trafficking factors that 
functionally associate at the plasma membrane with the toxin-driven clathrin-
independent invaginations during the uptake process. 
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Garcia-Castillo, M.D., Tran, T., Bobard, A., Renard, H.F., Rathjen, S.J., Dransart, E., 

Stechmann, B., Lamaze, C., Lord, M., Cintrat, J.C., Enninga, J., Tartour, E., Johannes 
L. (2015). Retrograde transport is not required for cytosolic translocation of the B-
subunit of Shiga toxin. J Cell Sci. 128(13): 2373-2387. 

 à Scopus citations: 8 
 à Impact factor (2018): 4.517 
 Abstract: Antigen-presenting cells have the remarkable capacity to transfer exogenous 

antigens to the cytosol for processing by proteasomes and subsequent presentation on 
major histocompatibility complex class-I (MHC-I) molecules, a process termed cross-
presentation. This is the target of biomedical approaches that aim to trigger a 
therapeutic immune response. The receptor-binding B-subunit of Shiga toxin (STxB) 
has been developed as an antigen delivery tool for such immunotherapy applications. 
In this study, we have analyzed pathways and trafficking factors that are involved in 
this process. A covalent conjugate between STxB and saporin was generated to 
quantitatively sample the membrane translocation step to the cytosol in differentiated 
monocyte-derived THP-1 cells. We have found that retrograde trafficking to the Golgi 
complex was not required for STxB-saporin translocation to the cytosol or for STxB-
dependent antigen cross-presentation. Depletion of endosomal Rab7 inhibited, and 
lowering membrane cholesterol levels favored STxB-saporin translocation. 
Interestingly, experiments with reducible and non-reducible linker-arm-STxB 
conjugates led to the conclusion that after translocation, STxB remains associated with 
the cytosolic membrane leaflet. In summary, we report new facets of the endosomal 
escape process bearing relevance to antigen cross-presentation. 

 
Renard, H.F., Simunovic, M., Lemière, J., Boucrot, E., Garcia-Castillo, M.D., Arumugam, S., 

Chambon, V.,  Lamaze, C., Wunder, C., Kenworthy, A.K., Schmidt, A.A., McMahon, 
H.T., Sykes, C., Bassereau, P. and Johannes, L. (2015). Endophilin-A2 functions in 
membrane scission in clathrin-independent endocytosis. Nature. 517(7535):493-496. 

 à Scopus citations: 155 
 à Impact factor (2018): 43.070 
 Abstract: During endocytosis, energy is invested to narrow the necks of cargo-

containing plasma membrane invaginations to radii at which the opposing segments 
spontaneously coalesce, thereby leading to the detachment by scission of endocytic 
uptake carriers. In the clathrin pathway, dynamin uses mechanical energy from GTP 
hydrolysis to this effect, assisted by the BIN/amphiphysin/Rvs (BAR) domain-
containing protein endophilin. Clathrin-independent endocytic events are often less 
reliant on dynamin, and whether in these cases BAR domain proteins such as 
endophilin contribute to scission has remained unexplored. Here we show, in human 
and other mammalian cell lines, that endophilin-A2 (endoA2) specifically and 
functionally associates with very early uptake structures that are induced by the 
bacterial Shiga and cholera toxins, which are both clathrin-independent endocytic 
cargoes. In controlled in vitro systems, endoA2 reshapes membranes before scission. 
Furthermore, we demonstrate that endoA2, dynamin and actin contribute in parallel to 
the scission of Shiga-toxin-induced tubules. Our results establish a novel function of 
endoA2 in clathrin-independent endocytosis. They document that distinct scission 
factors operate in an additive manner, and predict that specificity within a given uptake 
process arises from defined combinations of universal modules. Our findings highlight 
a previously unnoticed link between membrane scaffolding by endoA2 and pulling-
force-driven dynamic scission. 
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Rydell, G.E., Renard, H.F., Garcia-Castillo, M.D., Dingli, F., Loew, D., Lamaze, C., Römer, W. 
and Johannes, L. (2014). Rab12 localizes to Shiga toxin-induced plasma membrane 
invaginations and controls toxin transport. Traffic. 15(7):772-787. 

 à Scopus citations: 9 
 à Impact factor (2017): 4.400 
 Abstract: Several exogenous and endogenous cargo proteins are internalized 

independently of clathrin, including the bacterial Shiga toxin. The mechanisms 
underlying early steps of clathrin-independent uptake remain largely unknown. In this 
study, we have designed a protocol to obtain gradient fractions containing Shiga toxin 
internalization intermediates. Using stable isotope labeling with amino acids in cell 
culture (SILAC) and quantitative mass spectrometry, Rab12 was found in association 
with these very early uptake carriers. The localization of the GTPase on Shiga toxin-
induced plasma membrane invaginations was shown by fluorescence microscopy in 
cells transfected with GFP-Rab12. Furthermore, using a quantitative biochemical 
assay, it was found that the amount of receptor-binding B-subunit of Shiga toxin 
reaching the trans-Golgi/TGN membranes was decreased in Rab12-depleted cells, and 
that cells were partially protected against intoxication by Shiga-like toxin 1 under these 
conditions. These findings demonstrate the functional importance of Rab12 for 
retrograde toxin trafficking. Among several other intracellular transport pathways, only 
the steady-state localizations of TGN46 and cation-independent mannose-6-phosphate 
receptor were affected. These data thus strongly suggest that Rab12 functions in the 
retrograde transport route. 

 
Renard, H.F., Demaegd, D., Guerriat, B. and Morsomme, P. (2010). Efficient ER exit and 

vacuole targeting of yeast Sna2p require two tyrosine-based sorting motifs. Traffic. 
11(7):931-946.  

 à Scopus citations: 15 
 à Impact factor (2017): 4.400 
 Abstract: SNA (Sensitive to Na(+)) proteins form a membrane protein family, which, in 

the yeast Saccharomyces cerevisiae, is composed of four members: Sna1p/Pmp3p, 
Sna2p, Sna3p and Sna4p. In this study, we focused on the 79 residue Sna2p protein. 
We found that Sna2p is localized in the vacuolar membrane. Directed mutagenesis 
showed that two functional tyrosine motifs YXXØ are present in the C-terminal region. 
Each of these is involved in a different Golgi-to-vacuole targeting pathway: the tyrosine 
65 motif is involved in adaptor protein (AP-1)-dependent targeting, whereas the tyrosine 
75 motif is involved in AP-3-dependent targeting. Moreover, our data suggest that these 
motifs also play a crucial role in the exit of Sna2p from the endoplasmic reticulum (ER). 
Directed mutagenesis of these tyrosines led to a partial redirection of Sna2p to lipid 
bodies, probably because of a decrease in ER exit efficiency. Sna2p is the first yeast 
protein in which two YXXØ motifs have been identified and both were shown to be 
functional at two different steps of the secretory pathway, ER exit and Golgi-to-vacuole 
transport. 
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Posters & Oral communications: 
 
Seminar of the "de Duve Institute" from UCLouvain (Woluwe, Belgium, 17th May 2019). 
Invited speaker. Title of the oral presentation: "Role of curvature sensing/inducing BAR 
domain proteins in clathrin-independent endocytosis". 
 
"Membrane Biophysics of Exo-Endocytosis: from Model Systems to Cells" meeting, co-
organized by the French Club Exo-Endo and GEM society, and the Italian Societies of 
Biophysics (Cannes-Mandelieu, France, 3rd - 6th April 2019). Title of the poster: "Endophilin-
A3 controls a new clathrin-independent endocytic route distinct from endophilin-A2". 
 
21st Annual Meeting of the Club Exo-Endo (San Feliu de Guixols, Spain, 17th - 19th May 2018). 
Invited speaker. Title of the oral presentation: "Novel clathrin-independent endocytic routes: 
role of curvature sensing/inducing BAR domain proteins". 
 
EMBO Conference – Endocytic trafficking and signaling in health and disease (Serock, Poland, 
10th - 15th Sep 2017). Title of the poster: "Novel clathrin-independent endocytic routes: role 
of curvature sensing/inducing BAR domain proteins". 
 
Seminar of the "Institut de Biologie et de Médecine Moléculaires – IBMM" from the "Université 
Libre de Bruxelles – ULB" (Gosselies, Belgium, 10th Feb 2017). Invited speaker. Title of the 
oral presentation: "Role of curvature sensing/inducing BAR domain proteins in clathrin-
independent endocytosis". 
 
Gordon Research Conference – Lysosomes & Endocytosis (Andover, NH, USA, 12th - 17th 
June 2016). Title of the poster: “Novel clathrin-independent endocytic routes: role of curvature 
sensing/inducing BAR domain proteins”. 
 
10th GERLI/16th GEM Lipidomics meeting "From Membranes to Pathologies" (Saint-Jean-
Cap-Ferrat, France, 10th - 14th Nov 2013). Invited speaker. Title of the oral presentation: 
“Endophilin, dynamin and actin: a cocktail required for efficient scission in clathrin-independent 
endocytosis of Shiga toxin”. 
 
Journées Jeunes Chercheurs of Fondation ARC (Paris, 23rd - 24th Sep 2013). Title of the 
poster: “Endophilin, Dynamin & Actin: a cocktail required for efficient scission in clathrin-
independent endocytosis of Shiga toxin”. 
 
Young Researchers in Life Sciences meeting (Paris, 22nd - 24th May 2013). Title of the 
poster: “Identification of proteins localized on Shiga toxin-induced membrane invaginations 
and study of their function in retrograde transport to the TGN: Rab12, VAMP2/3/8 and 
Endophilin-A2”. 
 
Joint FEBS-EMBO Lecture Course on Molecular and Cellular Membrane Biology (Institut 
Scientifique de Cargèse, Corsica, France, 8th - 19th June 2009). Title of the poster: “Efficient 
ER exit and targeting to vacuole of the Yeast Sna2p protein require two tyrosine-based sorting 
motifs”. 
 
Yeasterday annual meeting (TU Delft, Netherlands, 29th May 2008). Title of the poster: 
“Efficient ER exit and targeting to vacuole of the Yeast Sna2p protein require two tyrosine-
based sorting motifs”. 
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Prizes and awards: 
 
2015  Postdoctoral fellowship “Chargé de Recherches” F.R.S.-FNRS (Belgium). 
2015  Postdoctoral fellowship “MOVE-IN Louvain” (UCLouvain, Belgium). 
2011  Fondation ARC Postdoctoral fellowship (France). 
2009  Prize for the best oral presentation, PhD Students’ Day (PhD students’ annual  
 meeting from universities of Namur and Louvain-la-Neuve, Belgium). 
2006  Research PhD fellowship "Aspirant" F.R.S.-FNRS (Belgium). 
 
 
Membership to scientific societies: 
 
Club Exocytose-Endocytose (France). 
Royal Belgian Society for Microscopy (Belgium). 
 
 
Reviewer work: 
 
- For peer-reviewed journals: 

Scientific Reports (Nature Publishing Group) 
Biochemical Society Transactions (Portland Press) 

- For funding agencies: 
 ANR (Agence Nationale de la Recherche), France 

 
 

 
• LOGISTIC RESPONSABILITIES 
 
2020 – Current Member of the board of MORPH-IM platform (imaging platform of 

UNamur). 
 
2015 – 2019  Member of the board of IMABIOL platform (imaging platform of LIBST, 

UCLouvain). 
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• REFEREES 
 
Dr Ludger JOHANNES 
Research Unit INSERM U1143-CNRS UMR3666 
Chemical Biology of Membranes and Therapeutic Delivery 
INSTITUT CURIE – Centre de Recherche 
26 rue d'Ulm 
F-75248 PARIS Cedex 05 
France 
Tel +33 (0)1 56 24 63 51 
ludger.johannes@curie.fr 
 
 
Dr Christophe LAMAZE 
Research Unit INSERM U1143-CNRS UMR3666 
Chemical Biology of Membranes and Therapeutic Delivery 
INSTITUT CURIE – Centre de Recherche 
26 rue d'Ulm 
F-75248 PARIS Cedex 05 
France 
Tel +33 (0)1 56 24 69 66 
christophe.lamaze@curie.fr 
 
 
Dr Patricia BASSEREAU 
Research Unit UMR CNRS 168 
Membranes and Cellular Functions 
INSTITUT CURIE – Centre de Recherche 
11 Rue Pierre et Marie Curie 
F-75231 PARIS Cedex 05 
France 
Tel +33 (0)1 56 24 67 84 
patricia.bassereau@curie.fr 
 
 
Pr Anne K. KENWORTHY 
University of Virginia School of Medicine 
Center for Membrane and Cell Physiology, 
Molecular Physiology and Biological Physics 
200 Jeanette Lancaster Way 
Charlottesville, VA 22903 
USA 
Tel +1 434 982 3256 
akk7hp@virginia.edu 
 
Pr Pierre MORSOMME 
UCLouvain – Louvain Institute of Biomolecular  
Science and Technology (LIBST) 
Croix du Sud, 4/5 
1345 Louvain-la-Neuve 
Belgium 
Tel +32 (0)10 47 26 23 
pierre.morsomme@uclouvain.be 
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Pr Pierre van der BRUGGEN 
UCLouvain – de Duve Institute 
Avenue Hippocrate, 74  
1200 Brussels 
Belgium 
Tel +32 (0)2 764 74 31 
pierre.vanderbruggen@uclouvain.be 
 
 


